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EUROArray HLA-DRB1 Shared Epitopey p p

 Detection of all known shared-epitope alleles in only one PCR *

 Differentiation between homozygous and heterozygous carriers

 High result security due to integrated controls

Technical data

Substrate  Single-stranded DNA probes, length: 20 to 44 nucleotides      

Test procedure  PCR (approx. 80 min) / hybridisation (60 min, 50 °C) / fully automated evaluation; 

   total working time approx. 2 min per sample (with 40 samples per run)

Reagents  Ready for use

Controls   DNA-negative control and other integrated controls

Test kit format  5, 10 or 20 slides, each containing 5 test fi elds, or 8 slides each containing 3 test fi elds

Order no.  MN 5150 - 0505, - 1005, - 2005, - 0803

The test system is designed for molecular genetic determination 
of disease-associated shared-epitope alleles in human DNA. 
In the fi rst step of the analysis, one section of the HLA-DRB1 
gene is amplifi ed by polymerase chain reaction (PCR). The 
PCR products are labelled with a fl uorescence dye as they are 
produced. In the second reaction step, the resulting products 
are analysed using a microarray, which contains immobilised 
probes which are complementary to the amplifi ed DNA. 
The specifi c binding (hybridisation) of the fl uorescing PCR 
product to the corresponding microarray spot is detected 
using the EUROArray Scanner (EUROIMMUN). Fluorescence 
signals on the different HLA-DRB1-specifi c spots indicate the 
presence of alleles in the DNA sample that code for a so-called 
shared epitope. The EUROArrayScan software automatically 
evaluates all spot signals and, on the basis of these data, gives 
out a test result.

Test principle
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The PCRs are incubated in the thermocycler and then, using the TITERPLANE technique, on EUROArray slides containing microarray 
BIOCHIPs. The hybridisation temperature for the EUROArray HLA-DRB1 Shared Epitope is 50 °C. Scanning and evaluation are 
performed using the EUROArray Scanner (scanner, incl. EUROArrayScan software). This provides fully automated evaluation of 
EUROArray analyses and detailed documentation of results.

Test performance

* For research use only; not for in vitro diagnostics in the sense of EU Directive 98/79/EC
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The shared epitope in research

The most important genetic risk factor for the development of rheumatoid arthritis (RA) is the so-called shared epitope (SE). It is a 
characteristic peptide sequence at positions 70-74 in the �1 chain of the human leukocyte antigen DR (HLA-DR), which is a class II 
antigen of the major histocompatibility complex (MHC). The corresponding gene HLA-DRB1 can be found on chromosome 6. In ad-
dition to the genetic risk assessment with respect to the presence or development of RA, the SE is also a prognostic marker for the 
disease course. The presence of an SE is defi ned by the amino acid sequence RAA at positions 72-74 in the �1 chain of HLA-DR. The 
SE sequences QKRAA, QRRAA, RRRAA and DKRAA are associated with a high risk of developing RA and a severe disease course 
(high-risk alleles). The probability of developing RA increases with the gene dose. Patients who carry a high-risk allele on both
chromosomes have an approximately 8 times higher risk of RA, whereas it is only around 2.5 times higher in heterozygous carriers. 
The gene dose effect is also relevant for prognosis. Patients carrying two high-risk alleles have a worse prognosis than patients 
with only one high-risk allele. DRRAA, QARAA and DERAA, on the contrary, are peptide sequences that are connected with a low 
risk of RA and that have even been described to be protective. Their protective effect, however, has not yet been fi nally clarifi ed. 

RA is one of the most common autoimmune diseases and also the most frequent chronic infl ammatory arthropathy. It affects 
approximately 1 % of the world’s population, with approximately 75 % of cases being female. Characteristic is an infection of the 
synovial membrane, which symmetrically spreads from the smaller to the larger joints and leads to the destruction of the joints in 
the late stage. Initial symptoms include painful swelling of basic fi nger joints with morning stiffness in the joints. Depending on the 
degree of severity, extra-articular manifestations may occur, which affl ict the skin, the vessels and the internal organs. Therefore,
if insuffi ciently treated, RA will generally – over the long term – lead to a signifi cant decline in the quality of a person’s life. Both 
morbidity and mortality will increase. 

The EUROArray HLA-DRB1 Shared Epitope allows differentiation between all relevant SE peptide sequences (QKRAA, DKRAA, 
QRRAA, RRRAA, DRRAA, QARAA, DERAA) and, furthermore, detection of all relevant “non-SE” alleles, enabling the discrimination 
between homozygous and heterozygous SE carriers. 


